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Summary

In this article modern literature data on studying genetic
properties of meningococci isolated from patients and carriers
are described. Meningococcal streins isolated from sick persons
were more pathogenic and virulent than those from carriers. It
is shown that development of the molecular biology has enabled
to development of effective methods for interspecies identi-
fication of meningococci on basis of the genetic analysis of the
isolated pathogenic agents. In the article the data on search of
the virulence markers of meningococci, especially “B” sero-
group, are resulted because of their causative role in elevation of
the meningococcal infections on Cuba and in a number of the
European countries.


