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CHARACTERISTICS OF INTERACTION OF MIRNA
WITH MRNA OF GENES OF E2F TRANSCRIPTION
FACTORS FAMILY

Abstract. Search of binding sites of 6266 miRNA with mRNA of genes of E2F transcription factors family
was implemented. mRNA of E2F1 gene was associated with 25 miRNA in 5’UTR, CDS and 3°UTR. The mRNA of
E2F1 gene has five binding sites for mir-12-6056-3p located consecutively in the 5’UTR. Three miRNA have comp-
letely complementary binding sites in mRNA of E2F1 gene. mRNA of E2F2 gene has binding sites for 10 miRNA.
mRNA of E2F3 gene contains binding sites for 37 miRNA in 5'UTR, 3'UTR and other in CDS. Only mRNA of E2F3
gene from mRNA of 17494 investigated genes contain multiple sites for 22 miRNA in CDS. The site of mRNA from
390 n. to 470 n. contains binding sites for 25 miRNA. E2F4 gene has binding sites for seven miRNA in CDS, 5'UTR
and 3'UTR. E2F5 gene contains binding sites for nine miRNA located in CDS. E2F6 gene has one binding site for
miRNA in 5'UTR, three in 3'UTR. mRNA of E2F7 gene binds miR-14-34881-3p in CDS. All three miRNA, that bind
mRNA of E2F8 gene have multiple binding sites in 3'UTR.Binding sites of miR-20-23817-3p in CDS in mRNA of
E2F1 gene of 16 mammal species translated in one reading frame with synthesis of the PAAPAAGP octapeptide.
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XAPAKTEPUCTUKH B3AMMOJIEVICTBUS miRNA C mRNA TEHOB
CEMENUCTBA TPAHCKPUIILHNOHHBIX ®AKTOPOB E2F

AnHoTtamms. [TpoBeaeH MOUCK CaiTOB CBs3bIBaHMHA 6266 MIRNA B mMRNA reHOB ceMEHCTBA TPAHCKPHITIIHOH-
HbIX (haxropos £2F. C mRNA rena £E2F] ceazpiBamuch 25 miRNA B 5°UTR, CDS u B 3’UTR. B mRNA rena £2F ]
HMEJIOCh ILITh CalTOB CBA3bIBAHUA MiR-12-6056-3p pacmonoxeHHbIX nociaenaoBareabHo B 5°UTR. Tpu miRNA
HMMEJTH TOJTHOCTBI0 KOMILICMCHTApPHBIC CaiThl CBs3biBaHHS B MRNA reHa F2F 1. mRNA rena F2F2 uMeeT CalTsl
ces3biBanug A1 10 miIRNA. mRNA rena F2F3 comepkut caitsl cBsisbiBanust At 37 miRNAB 5’UTR, 3°UTR u
ocranbHbic B CDS. M3 mRNA 17494 u3yucHHBIX T¢HOB TOJIbKO MRNA F2F3 COOCP)KHT MHOKCCTBCHHBIC CAHWTBI
s 22 miRNA B CDS. Yuacrok mRNA ¢ 390 H. o 470 H. coaepkuT caiitsl cBsa3bBanms 114 25 miRNA. I'en F2F4
umeet canTsl cs3bBanms An1 ceMd MiRNA B CDS, 5°UTR u 3’UTR. I'en £2F5 coaep >KUT CaUTBI CBA3BIBAHUS I
et miRNA, kotopsie pacnonaratorca B CDS. I'en £2F6 umeet oauH cat cBs3biBanust MiRNA B 5°UTR, Tpu B
3’UTR. mRNA rena F2F7 cBsaspiBacT miR-14-34881-3p B CDS. Bee tpu miRNA, cesassiBaromuecs ¢ mRNA reHa
E2F8, umeror MHOKeCTBCHHBIC CaiThl CBs3biBaHHA B 3°UTR. B mRNA rena £2F] y 16 BHIOB MJICKOTHTAROLIHX
caiit cBs3piBaHuS MiR-20-23817-3p B CDS TpaHCIMPOBAICA B OTHOH PAMKE CUHTHIBAHUA C CHHTC30M OKTANCITHAA
PAAPAAGP.
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